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for growth on Glucose
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Supplementary Figure S2. Sub-Optimal Flux Variability Analysis for growth on 
Xylose (NADH preferring)
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Supplementary Figure S3. Sub-Optimal Flux Variability Analysis for growth on 
Xylose (NADPH preferring)
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Supplementary Figure S4. Sub-Optimal Flux Variability Analysis for growth on 
Xylose (1:1 NADH/NADPH )
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